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<160> 31 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 4407 
<212> DNA 

<213> Caenorhabditis elegans 



<220> 

<221> misc_feature 
<222> 4350, 4351 
<223> n = A,T,C or G 



<400> 1 

gaattcgcgt 

taacaagtca 

gctcgcaaaa 

tatctgatgt 

aacgaaaaac 

ttaaattata 

aatattgtat 

gaaggacgtg 

ctgttttact 

tttattaggc 

gaaaattcga 

ccggtctatt 

ttatctgtaa 

tgttctttac 

ggagatttat 

attttttatc 

gcattttaaa 

gcgaaatcga 

cacgtgacgc 



cgaatcattg 
ttcaaacacg 
ctcgaaattg 
ttctacaatt 
gattaaaaat 
atttttctga 
tacagggttg 
tgacaatcac 
cattcgcttt 
ctctcacatt 
atttattttt 
tatattcaac 
gctttactgt 
tcattttcaa 
cctctatatt 
aatgctattg 
attcacaaaa 
atgccgcgct 
attgacttat 



tctgttcggt 
gcgaagatgt 
tcaccgataa 
aaaaaaattg 
caataaaacg 
ttgttgtatg 
ggattctcgg 
taagtcaaag 
ttaaataaga 
cctgtacaat 
gtctactttt 
gatttttata 
atttttttaa 
ggtattttta 
acatgcctgt 
tatattctcc 
tcttgcttcc 
ttgagcacgg 
ttagaaggca 



atcgattcag 
ctatgcgtat 
aatgattaac 
tttttttttc 
caataaagag 
aagctacaaa 
caaatatcag 
agggaaagga 
actatatgcc 
gtttctacca 
tactcgttgc 
aattagtact 
aatctttctt 
tgcctcacaa 
ttttttaaag 
agctaaccgt 
ttataatcaa 
cacacacgag 
aaaacatttt 



aaaccgaaac 
aacagaatat 
ttgaaggggc 
caaattaatt 
ggcttggctt 
atgtactgtt 
cgacagtgga 
taaaggattg 
gatttgccga 
aataaactgc 
attcgagatc 
ccttcatgtt 
gcttctatct 
tttatgcaca 
gatataatgt 
tgtttcgaaa 
gaagattttt 
gctcatccac 
cacagaagat 



ttgtgatcga 
ttggagaaat 
taatgtaagt 
ttcgaagatt 
tctttttaat 
tttgtatttg 
agatttagaa 
tgatatttca 
tatatttttg 
atttttatct 
agcatatctt 
taatttcatt 
gattatacaa 
tttcgggctt 
ttaacaaata 
acatcaccta 
cagatgctct 
gactttgaac 
cattctgaac 
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1080 

1140 



-1- 






ttatcagtaa aatgtcaact cgcctcgaga ggatcgccaa ttttcttcga atctatcgac 1200 
gtcaagcttc tgaacttgga ccactcatcg actttttcaa ctacaacaat caaagtcacc 1260 
ttgctgattt cctcgaagac tacatcgatt ttgcgataaa tgagccagat ctacttcgtc 1320 
cagtagtgat tgctccacaa ttttcccgac aaatgctcga taggaaacta ttgcttggga 1380 
atgttccaaa acaaatgaca tgctatattc gagagtatca cgtggatcga gtgatcaaaa 1440 
agctcgacga gatgtgtgat ttaggtgaga aaactggaag ctctcgtgtt tattataatc 1500 
ttgcttaaac ttcagactcc ttttttctgt ttctacacgg ccgagctgga tccggaaaat 1560 
cagtaattgc atcacaagct ctttcgaaat ctgaccaact tattggaatg tgagtggtat 1620 
tatctgaatc tacggatctt cattctatta cagaaattat gattcaatcg tttggctcaa 1680 
agatagtgga acagctccaa aatctacatt cgatttattt acggatattt tgctgatgct 1740 
aaagtgagtg aatagagtgc atgtaacatt cagcatgatt ttgaaattat gaaaatttga 1800 
cctggttagc ttttaatttg atatttcgtg acgcttgcat gttttgtgtg tttgaagacg 1860 
agcccgtgtt gtgagcgaca cggatgactc gcattcgatc accgacttca ttaaccgtgt 1920 
tctttcaaga agcgaagacg atcttctcaa tttcccatcg gtggagcatg tcacgtcagt 1980 
tgtactcaaa aggatggtaa gttgcttgcc gattctggta caatatctta aattattggt 2040 
ttttagatct gcaacgcact cattgatcgt ccaaatactt tattcgtatt tgatgacgta 2100 
gttcaagaag aaacaattcg ttgggctcag gagctacgtc ttcgatgtct tgtaactact 2160 
cgtgacgtgg aaatatcaaa tgctgcttct caaacatgcg aattcattga agtgacatca 2220 
ttggaaatcg atgaatgtta tgattttcta gaagcttatg gaatgccgat gcctgttgga 2280 
gaaaaagaag aagatgtgct taataaaaca atcgaactaa gcagtggaaa tccagcaacg 2340 
cttatgatgt ttttcaagtc ttgtgaaccg aaaacatttg aaaagtgagt gggacatacc 2400 
aatttgagac ttttaaaata atttattcta caataaaagt taatcaaaaa gtttcatagc 2460 
tgattgtctt taaattttac gaattgagga tcaaaatcaa gaattaggat cctggcacga 2520 
gagaaaactg tgtagctacc gtacccgaga gattttcttg atatttgcca tcgatttaat 2580 
tttttaagaa aattatcgtt ttacataatt gaacaagaga tacacggtct cgacccgacg 2 640 
gaaatttttt aaatgaaagc gagtatgagc ctgttttcat tatttttcga ttttctcttg 2700 
ttgtttcttt ttatttaaag ccttttattt tgaaacaagt ctaaaaatat taaaaactga 2760 
ataaaatatt taaaaaaaat caagtaaaat agaaaaacag caaggctgga gactactgta 2 820 
cttcttaaat ccgcatactc tttttattta atcattttcc ggaatgtcga aacgaaataa 2880 
tacattttta gtccaaaatc gctaggtata ttcttaaaat tatcaaacat tttgcattca 2940 
gaatggcaca gcttaataac aaattggaaa gtcgaggatt agtcggtgtt gaatgtatca 3000 
ccccttactc gtacaagtca ctcgcaatgg ctcttcaaag atgtgttgaa gttttgtcag 3060 
atgaggatcg aagtgctctt gctttcgcag ttgtgatgcc tcctggagtt gatatacccg 3120 
tcaagctatg gtcatgtgtt attccagttg atatttgttc aaatgaagaa gaacaattgg 3180 
atgatgaagt tgcggatcgg ttgaaaagac tcagcaagta tgagtcttga aatttgaaga 3240 
tttaaattaa cacttaaaat ttcagacgtg gagctcttct cagtggaaaa cgaatgcccg 3300 
ttttgacatt caaaattgat catattatcc atatgttctt gaaacacgtc gttgatgcac 33 60 
aaactatcgc cgtatgctga aaatgtctca actttcaatt aaattttaaa ttttcagaat 3420 
ggaatctcaa ttctcgagca gcgtcttctt gaaataggaa acaataatgt atcagtaccg 3480 
gagcgacata taccatcaca tttccaaaaa ttccgtcgtt catcagccag tgagatgtat 3540 
ccaaaaacta cagaagaaac tgtgatccgt cctgaagact tcccaaagtt catgcaattg 3600 
caccagaaat tctatgactc cctcaaaaat tttgcatgct gttaaaacct atcgtgtaca 3660 
atattgcctg tatattcccc tcgaaatacg tttatacttt ttcgcacgag ttttctcatt 3720 
ttttcatttg tacttgtttt atttctctcc aaaatttcag atctatccca aatgttctta 3780 
aatttaatgt tttctacaga tactcaacac atcttgtttc atctcatcct tgcttttttt 3840 
tttcaaatat attcagtttc ttttataatt ttaattaatc gaattaatac attcacgtaa 3900 
agaatttcgt ggactattat tttatcgcat ccaaatgatt tattccctat tgttcgaaac 3960 
ttccaaattg atcattttta aacacgcctc attaaattga aagtcgtact tttagtctcg 4020 
aacatgaagt aagttatttt ctgtgttcta aattcaaagt gcattccaaa aggacatttg 4080 
atgagttttc acgaaaaccg taatttttac aatttccttt cagttttgaa gatgttcgat 4140 
ttctttcctc tgttggcgtc attactacat ttgctttgct gcttcacttt atcgagattc 4200 
ttgccatcaa tggagttcca tctagaccga tagcagtctt catatcatta tccctgtata 4260 
ttgtactgtt tcagtatttt aacttatcga ttacgtacta tattcagtgg ttcactgttt 4320 
tcggtcaatg ggtgacacgt gctcgacgan naattttcaa cgaacgcaat ctcctagtca 4380 
cttatcaacc aagagccctc acccatg 4407 

<210> 2 
<211> 549 
<212> PRT 
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<213> Caenorhabditis elegans 



<400> 2 
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<210> 3 
<211> 12 
<212> PRT 

<213> Cyprinus carpio 
<400> 3 

Asp Gin Asp Lys Ser Gly Phe He Glu Glu Asp Glu 
15 10 



<210> 4 
<211> 12 
<212> PRT 

<213> Merluccius merluccius 
<400> 4 

Asp Gin Asp Lys Asp Asp Phe He Gly Glu Asp Glu 
1 5 10 



<210> 5 
<211> 12 
<212> PRT 

<213> Raja clavata 
<400> 5 

Asp Ser Asp Gly Asp His Lys He Gly Val Asp Glu 
1 5 10 



<210> 6 
<211> 12 
<212> PRT 

<213> Branchiostoma lanceolata 
<400> 6 

Asp He Asn Lys Asp Asp Val Val Ser Trp Glu Glu 
15 10 



<210> 7 
<211> 12 
<212> PRT 
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<213> Bos taurus 



<400> 7 

Ala Lys Glu Gly Asp Pro Gin Leu Ser Lys Glu Glu 



<210> 8 

<211> 12 

<212> PRT 

<213> Bos taurus 

<400> 8 

Asp Lys Asn Gly Asp Gly Glu Val Ser Phe Glu Glu 
15 10 



<210> 9 
<211> 12 
<212> PRT 

<213> Oryctolagus cuniculus 
<400> 9 

Asp Ala Asp Gly Gly Gly Asp lie Ser Val Lys Glu 
15 10 



<210> 10 
<211> 12 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 10 

Asp Glu Asp Gly Ser Gly Thr He Asp Phe Glu Glu 
15 10 



<210> 11 
<211> 12 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 11 

Asp Arg Asn Ala Asp Gly Tyr He Asp Ala Glu Glu 
15 10 



<210> 12 
<211> 12 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 12 

Asp Lys Asn Asn Asp Gly Arg He Asp Phe Asp Glu 
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<210> 13 
<211> 12 
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<212> PRT 

<213> Bos taurus 



<400> 13 

Asp Lys Asp Gly Asn Gly Thr lie Thr Thr Lys Glu 
15 10 



<210> 14 

<211> 13 

<212> PRT 

<213> Bos taurus 

<400> 14 

Leu Gly Glu Asp Asn lie Asn Val Val Glu Gly Asn Glu 
15 10 



<210> 15 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Asp Asn Asp Asn Asp Lys Phe Glu Gly Asn Cys Ala Glu 
15 10 



<210> 16 
<211> 12 
<212> PRT 

<213> Gallus gallus 
<400> 16 

Gly Val Asp Pro Ser Arg Lys Glu Asn His Leu Ser 
15 10 



<210> 17 
<211> 11 
<212> PRT 

<213> Escherichia coli 
<400> 17 

Asp Leu Asn Lys Asp Gly Gin lie Gin lie Glu 
15 10 



<210> 18 
<211> 7653 
<212> DNA 

<213> Caenorhabditis elegans 
<400> 18 

agatctgaaa taaggtgata aattaataaa ttaagtgtat ttctgaggaa atttgactgt 60 
tttagcacaa ttaatcttgt ttcagaaaaa aagtccagtt ttctagattt ttccgtctta 120 
ttgtcgaatt aatatcccta ttatcacttt ttcatgctca tcctcgagcg gcacgtcctc 180 
aaagaattgt gagagcaaac gcgctcccat tgacctccac actcagccgc caaaacaaac 240 
gttcgaacat tcgtgtgttg tgctcctttt ccgttatctt gcagtcatct tttgtcgttt 300 
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ttttctttgt tctttttgtt gaacgtgttg ctaagcaatt attacatcaa ttgaagaaaa 360 
ggctcgccga tttattgttg ccagaaagat tctgagattc tcgaagtcga ttttataata 420 
tttaaccttg gtttttgcat tgtttcgttt aaaaaaacca ctgtttatgt gaaaaacgat 480 
tagtttacta ataaaactac ttttaaacct ttacctttac ctcaccgctc cgtgttcatg 540 
gctcatagat tttcgatact caaatccaaa aataaattta cgagggcaat taatgtgaaa 600 
caaaaacaat cctaagattt ccacatgttt gacctctccg gcaccttctt ccttagcccc 660 
accactccat cacctctttg gcggtgttct tcgaaaccca cttaggaaag cagtgtgtat 720 
ctcatttggt atgctctttt cgattttata gctctttgtc gcaatttcaa tgctttaaac 780 
aatccaaatc gcattatatt tgtgcatgga ggcaaatgac ggggttggaa tcttagatga 840 
gatcaggagc tttcagggta aacgcccggt tcattttgta ccacatttca tcattttcct 900 
gtcgtccttg gtatcctcaa cttgtcccgg ttttgttttc ggtacactct tccgtgatgc 960 
cacctgtctc cgtctcaatt atcgtttaga aatgtgaact gtccagatgg gtgactcata 1020 
ttgctgctgc tacaatccac tttcttttct catcggcagt cttacgagcc catcataaac 1080 
ttttttttcc gcgaaatttg caataaaccg gccaaaaact ttctccaaat tgttacgcaa 1140 
tatatacaat ccataagaat atcttctcaa tgtttatgat ttcttcgcag cactttctct 1200 
tcgtgtgcta acatcttatt tttataatat ttccgctaaa attccgattt ttgagtatta 1260 
atttatcgta aaattatcat aatagcaccg aaaactacta aaaatggtaa aagctccttt 1320 
taaatcggct cgacattatc gtattaagga atcacaaaat tctgagaatg cgtactgcgc 1380 
aacatatttg acggcaaaat atctcgtagc gaaaactaca gtaattcttt aaatgactac 1440 
tgtagcgctt gtgtcgattt acgggctcaa tttttgaaaa taattttttt tttcgaattt 1500 
tgataacccg taaatcgtca caacgctaca gtagtcattt aaaggattac tgtagttcta 1560 
gctacgagat attttgcgcg ccaaatatga ctgtaatacg cattctctga attttgtgtt 1620 
tccgtaataa tttcacaaga ttttggcatt ccactttaaa ggcgcacagg atttattcca 1680 
atgggtctcg gcacgcaaaa agtttgatag acttttaaat tctccttgca tttttaattc 1740 
aattactaaa attttcgtga atttttctgt taaaattttt aaaatcagtt ttctaatatt 1800 
ttccaggctg acaaacagaa acaaaaacac aacaaacatt ttaaaaatca gttttcaaat 1860 
taaaaataac gatttctcat tgaaaattgt gttttatgtt tgcgaaaata aaagagaact 1920 
gattcaaaac aattttaaca aaaaaaaacc ccaaaattcg ccagaaatca agataaaaaa 1980 
ttcaagaggg tcaaaatttt ccgattttac tgactttcac cttttttttc gtagttcagt 2040 
gcagttgttg gagtttttga cgaaaactag gaaaaaaatc gataaaaatt actcaaatcg 2100 
agctgaattt tgaggacaat gtttaaaaaa aaacactatt tttccaataa tttcactcat 2160 
tttcagacta aatcgaaaat caaatcgtac tctgactacg ggtcagtaga gaggtcaacc 2220 
atcagccgaa gatgatgcgt caagatagaa ggagcttgct agagaggaac attatgatgt 22 80 
tctctagtca tctaaaagtc gatgaaattc tcgaagttct catcgcaaaa caagtgttga 2340 
atagtgataa tggagatatg attaatgtga gtttttaatc gaataataat tttaaaaaaa 2400 
aattgataat ataaagaata tttttgcagt catgtggaac ggttcgcgag aagagacggg 2460 
agatcgtgaa agcagtgcaa cgacggggag atgtggcgtt cgacgcgttt tatgatgctc 252 0 
ttcgctctac gggacacgaa ggacttgctg aagttcttga acctctcgcc agatcgtagg 2580 
tttttaaagt tcggcgcaaa agcaagggtc tcacggaaaa aagaggcgga tcgtaatttt 2640 
gcaacccacc ggcacggttt tttcctccga aaatcggaaa ttatgcactt tcccaaatat 2700 
ttgaagtgaa atatatttta tttactgaaa gctcgagtga ttatttattt tttaacacta 2760 
attttcgtgg cgcaaaaggc cattttgtag atttgccgaa aatacttgtc acacacacac 2820 
acacacatct ccttcaaata tccctttttc cagtgttgac tcgaatgctg tcgaattcga 2880 
gtgtccaatg tcaccggcaa gccatcgtcg gagccgcgca ttgagccccg ccggctacac 2940 
ttcaccgacc cgagttcacc gtgacagcgt ctcttcagtg tcatcattca cttcttatca 3000 
ggatatctac tcaagagcaa gatctcgttc tcgatcgcgt gcacttcatt catcggatcg 3060 
acacaattat tcatctcctc cagtcaacgc atttcccagc caaccttgta tgttgatgcg 3120 
aacactaaat tctgagaatg cgcattactc aacatatttg acgcgcaaat atctcgtagc 3180 
gaaaaataca gtaacccttt aaatgactat tgtagtgtcg atttacgggc tcgattttcg 3240 
aaacgaatat atgctcgaat tgtgacaacg aattttaatt tgtcattttt gtgttttctt 3300 
ttgatatttt tgatcaatta ataaattatt tccgtaaaca gacaccagcg ctacagtact 3360 
cttttaaaga gttacagtag ttttcgcttc aagatatttt gaaaagaatt ttaaacattt 3420 
tgaaaaaaaa tcatctaaca tgtgccaaaa cgcttttttc aagtttcgca gattttttga 3480 
tttttttcat tcaagatatg cttattaaca catataatta tcattaatgt gaatttcttg 3540 
tagaaatttt gggcttttcg ttctagtatg ctctactttt gaaattgctc aacgaaaaaa 3600 
tcatgtggtt tgttcatatg aatgacgaaa aatagcaatt ttttatatat tttcccctat 3660 
tcatgttgtg cagaaaaata gtaaaaaagc gcatgcattt ttcgacattt tttacatcga 3720 
acgacagctc acttcacatg ctgaagacga gagacgcgga gaaataccac acatctttct 3780 
gcgtctctcg tcttcagcat gtgaaatggg atctcggtcg atgtaaaaaa atgtcgaata 3840 
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atgtaaaaaa 
attaaaatac 
gagcaactta 
tttattgata 
gcgaaacacc 
tttttgcatt 
gaggatataa 
aatttgggta 
tcaccggatg 
ctggaccaac 
taagccgtgt 
gcctcatcat 
acaaggacaa 
atctgacggg 
ccgaaaatgt 
tttgcaaaaa 
gttttttccg 
accgtttgta 
ttctgaattt 
ggtgtttcaa 
aaatcaaaac 
caaaatttga 
tcaaaatttt 
acagcttcga 
accaaaaatt 
tggacaataa 
attcaaaaaa 
aaatcaattt 
aatgtaaact 
acgaatcaca 
ttattggagt 
caaatgctcc 
gttcgttttt 
gtgacaatgg 
gatgggacaa 
aggttgcaat 
attccagaaa 
aaaccaatca 
gtgaattgct 
aaattaaaaa 
ggagcgaaag 
gtgtggagaa 
tatgtttcgt 
ttctcgacac 
gtcgcttgtg 
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tttgcaagcc 
gaatatttta 
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aacgaaattt 
gcatttaagc 
acacggttgg 
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atcatttctc 
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attatagatg 
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ctcttctctc 
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aagggtacgg 
ggcgcccggt 
acaaaatttt 
gctacattat 
aattttcaga 
tcaaaattat 
tatgaaatgt 
aacgtcacaa 
aaaaatcatg 
ttttaacaaa 
gagtttgaaa 
tgtcgtgtcg 
accttcctaa 
aaagtcgaat 
tctgcaaaat 
gatatttaat 
cggagattct 
tgatgatata 
ccgtctggcg 
tattttaatt 
attcccagtc 
tcgagacggg 
ttaatttctt 
gtcccgatcg 
gcatcgtcga 
gattggtcgc 
ttgatttttt 
ccccgtcctg 
agaagccgag 
ggagaaacag 
acgcaaagga 
gatttcagac 
acaatgcatg 
tgccgcgcgt 
tgctaatttt 
atgtttatta 
atcgattttt 
caaaattgtt 
cgcgcggcaa 
gatcggttta 
aaaaagttct 
cattgcccaa 
taaaaccatg 
ttcccatttt 
cgaacgcata 
tatgtatgta 



tttttacact 
tttttcaaca 
aatattagag 
ttaataagca 
caaaaattct 
acatgaatgt 
cattgcgaaa 
tcctaaaacc 
ggatacagtt 
ttccatgaag 
aaaaccatgt 
cactttgagc 
ttgttcagat 
cgaaattata 
ctcgacacga 
gaacttccgc 
gtgttttttc 
caattttccg 
ccaaaaatgc 
atttttaaaa 
ttcaaattca 
aaggatttag 
tcgagaaaaa 
ttacagtact 
agaccaggta 
tcaccaaaaa 
ttcgattttt 
accaaaaaga 
ttccagggaa 
gcgatactcg 
ccgattagta 
aataagccga 
ttaatataaa 
ttggattctg 
ccattgttca 
gaatgagaat 
aaaaattgcg 
tctccgccca 
agttttcagt 
caattttttc 
taaacatttt 
ccaagctgac 
tgctcgtgga 
tatggatgtt 
atcacaggga 
tctaactttt 
caacctagaa 
tttgcgttaa 
gccattggat 
aaatgtaaaa 
aactcattta 
gtttgcaaaa 
gatttttccc 
acttttggcc 
ttgataattg 
tgtatattgt 
cacacatttc 
ataattttaa 
ctatgcttct 



tttctgcaca 
tcacatgatt 
cgaaaaccaa 
tatcttgaat 
gcgaaaattg 
agaaaattaa 
ttaaaatgtg 
aacacatttc 
caagtcgtaa 
aggatatgaa 
acagaaactt 
agatgccaac 
gcatgggcta 
ttacccaaac 
caatttgtgt 
gaaaatgatt 
ttagtttttc 
catacaaaac 
acaatttaaa 
actttaaaaa 
aaagttattc 
aaaagtttta 
gagaatgaaa 
ccttaaaggc 
ccgtagtttt 
gtaaaattga 
tttttggttt 
aacccgaaaa 
tgctcctgac 
tgattctatc 
cacacgagat 
aaatcgtttt 
tattttaaat 
tcgacggagt 
attttcttgg 
attccttcaa 
atataattac 
cttcatcgga 
ttagagggaa 
gaaaaatatt 
taaatgataa 
attctgattc 
tcatggttca 
gttgagctgc 
tcgaatattt 
aaggacacag 
ttttagtttt 
attttgaaat 
tttactgaaa 
aaaaatagcg 
aaaattaatt 
cgacgctccg 
caaaatttaa 
ggaagcacga 
tctgtatctt 
tatcctatac 
catttctcta 
taactcgttt 
atcaacaaaa 



aatgaatagg 
aaccccatta 
aatttcttca 
gaaagtcagc 
aaaaaatgca 
aagggaaatc 
cgaaacgtca 
agcatccgcc 
tcgctcattc 
ctttgtcgat 
ctcgagtcct 
acggaatggt 
tacggttatt 
gcgaaatttg 
taaatgcaaa 
tacctagttt 
tataatattt 
ttgatagcac 
atttgtgaaa 
ccactccgga 
atccgatttg 
taacattttt 
aatcgatttt 
gcacacccca 
tgtcgcaaaa 
aatcttcgaa 
tttggtccca 
aatttcccag 
aattcgagac 
acacggagaa 
atatgatctt 
tgtgcaggct 
aaattcattt 
tcctgcattt 
atgtgtgcgg 
aaaatctaaa 
gaaatttgtg 
ttggtttgaa 
tttaaaaatc 
ccgattattt 
ttaataaatt 
gatacgcaac 
ttcaagccgt 
tgactgaagt 
tgaaacagat 
aaaaataggc 
tagctaaaat 
agtcactatt 
acgaaaattt 
aaaattacat 
caaagttgtc 
cctctttttc 
attaaatttc 
aactctgccg 
ctcccccagt 
tcatttcact 
cgataatcta 
tgaatttgat 
tagtttcata 



gggaaaatgt 
ttttttcgtt 
agatattacc 
aaaaatatgt 
ttaaaataca 
aaaatttcta 
aaaaagagga 
aactcttcat 
agcaaagctt 
gcaccaacca 
cgtggaatgt 
accaaggccg 
tgcaaggaca 
ccattttgcg 
aatgtataat 
cgaaattttc 
gatgtaaaaa 
gaaatcaatt 
attggcaaac 
aaagcaataa 
tttatttttg 
tctagatttt 
aaaaatatcc 
tttgcattgg 
attgcaccat 
aagccaaaaa 
aaaaccaaaa 
ccttgttcct 
tttgccaaac 
gagaatgtga 
ctcaacgcgg 
tgtcgaggcg 
tcagaacgtc 
cttcgtcgtg 
ccgcaagttc 
atagattttt 
ataaaatgac 
agtgggcgga 
gccttttcga 
tatattcttt 
tttgcagcaa 
gacagctcaa 
ctgtgaagtg 
caataagaag 
gccagaggta 
agaggctcct 
gattgatttt 
tatcgggttt 
gtagtttttc 
caaccatcaa 
cacgagtatt 
tgtgcggctt 
agatgacatc 
tctaaaattc 
tctctttcgc 
ttatcattct 
aaattatgac 
tagttgttgt 
gatcatcacc 



3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 



ccaaccccac caacctaccg taccatattc atttttgccg ggaatcaatt tcgattaatt 7440 

ttaacctatt ttttcgccac aaaaaatcta atatttgaat taacgaatag cattcccatc 7500 

tctcccgtgc cggaatgcct cccggccttt taaagttcgg aacatttggc aattatgtat 7560 

aaatttgtag gtccccccca tcatttcccg cccatcatct caaattgcat tcttttttcg 7620 

ccgtgatatc ccgattctgg tcagcaaaga tct 7653 



<210> 19 
<211> 503 
<212> PRT 

<213> Caenorhabditis elegans 
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<210> 20 
<211> 505 
<212> PRT 

<213> Caenorhabditis briggsae 
<220> 

<2 21> VARIANT 

<222> 94, 95, 96, 120, 179, 318 
<223> Xaa = Any Amino Acid 
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Leu 


Thr 


Asn 


Tl ^ 
X 1 c 


265 










270 






lie 


Cys 


Lys 


Asp 


Asn 

Z O -> 


Leu 


rn"U ~- 
I XIX 


Pi \7 


ber 


irne 


Giy 


Arg 
300 


Asn 


Asp 


X v ltr L 


nib 


Leu 


Cor 


nlS 

315 




pi n 

Vjl u 


Add 


Asn 


val 

320 


vai 


Asn 
330 


vai 


ril S 


pi n 

G1U 


Tin 

lie 


Tyr 
335 


Asp 


Arg 


Leu 


Ala 

Aia 


Asn 


Lys 


Pro 


Lys 


Leu 


345 










350 






Oil-! 

GlU 


Arg 


Arg 


Asp 


Asn 
^ ^ 

jD J 


Pi W 

Giy 


D "h £i 

xrne 


Xrro 


Pro 


Ser 


Leu 


lie 
380 


Arg 


Arg 


P 1 17 

Giy 


Trp 


Asn 


Phe 


Leu 
395 


Gly 


Cys 


vai 


Arg 


Pro 
400 


Lys 


Pro 
410 


ber 


Pin 

Gin 


Aia 


Asp 


XYlfc? U 

415 


Leu 


Tyr 


vai 




Trp 


Arg 


Asn 


ucX 


7\ 1 a 
rll a. 


425 










430 






T 7— "I 

vai 


Cys 


GlU 


vai 


rne 
445 


Ser 


Leu 


HIS 


Leu 


Leu 


Thr 


Glu 
460 


Val 


Asn 


Lys 


Lys 


Gin 


Gly 


Ser 
475 


Asn 


He 


Leu 


Lys 


Gin 
480 


Leu 


Lys 
490 


Lys 


Phe 


Tyr 


Phe 


Trp 
495 


Pro 



Val 



505 



<210> 21 
<211> 479 
<212> PRT 

<213> Caenorhabditis vulgaris 
<220> 

<2 21> VARIANT 
<222> 310 

<22 3> Xaa = Any Amino Acid 



<400> 21 



Thr 


Val 


Ser 


He 


Ser 


Leu 


He 


He 


Ala 


Arg 


Gin 


Val 


Leu 


Asn 


Ser 


Asp 


1 








5 










10 










15 




Asn 


Gly 


Asp 


Met 


He 


Asn 


Ser 


Cys 


Gly 


Thr 


Val 


Arg 


Glu 


Lys 


Arg 


Arg 








20 










25 










30 






Glu 


He 


Val 


Lys 


Ala 


Val 


Gin 


Arg 


Arg 


Gly 


Asp 


Val 


Ala 


Phe 


Asp 


Ala 






35 










40 










45^ 








Phe 


Tyr 


Asp 


Ala 


Leu 


Arg 


Ser 


Thr 


Gly 


His 


Glu 


Gly 


Leu 


Ala 


Glu 


Val 




50 










55 










60 










Leu 


Glu 


Pro 


Leu 


Ala 


Arg 


Ser 


Val 


Asp 


Ser 


Asn 


Ala 


Val 


Glu 


Phe 


Glu 
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65 



70 



75 



80 



Cys Pro Met Ser Pro Ala Ser His Arg Arg Ser Arg Ala Leu Ser Pro 

85 90 95 

Ala Gly Tyr Thr Ser Pro Thr Arg Val His Arg Asp Ser Val Ser Ser 

100 105 110 

Val Ser Ser Phe Thr Ser Tyr Gin Asp lie Tyr Ser Arg Ser Thr Ser 

115 120 125 

Ser Ser Ser Arg Pro Leu His Thr Ser Asp Arg His Asn Tyr Val Ser 

130 135 140 

Pro Ser Asn Ser Phe Gin Ser Gin Pro Ala Ser Ala Asn Ser Ser Phe 
145 150 155 160 

Thr Gly Ser Ser Ser Leu Gly Tyr Ser Ser Ser Arg Thr Arg Ser Tyr 

165 170 175 

Ser Lys Ala Ser Ala His Ser Gin Tyr lie His Glu Glu Asp Met Asn 

180 185 190 

Tyr Val Asp Ala Pro Thr He His Arg Val Phe Asp Glu Lys Thr Met 

195 200 205 

Tyr Arg Asn Phe Ser Thr Pro Arg Gly Leu Cys Leu He He Asn Asn 

210 215 220 

Glu His Phe Glu Gin Met Pro Thr Arg Asn Gly Thr Lys Pro Asp Lys 
225 230 235 240 

Asp Asn He Ser Asn Leu Phe Arg Cys Met Gly Tyr He Val His Cys 

245 250 255 

Lys Asp Asn Leu Thr Gly Arg Gly Met Met Leu Thr He Arg Asp Phe 

260 265 270 

Ala Lys Asn Glu Thr His Gly Asp Ser Ala He Leu Val lie Leu Ser 

275 280 285 

His Gly Glu Glu Asn Val He He Gly Val Asp Asp Val Ser Val Asn 

290 295 300 

Val His Glu He Tyr Xaa Leu Leu Asn Ala Ala Asn Ala Pro Arg Leu 
305 310 315 320 

Ala Asn Lys Pro Lys Leu Val Phe Val Gin Ala Cys Arg Gly Glu Arg 

325 330 335 

Arg Asp Val Gly Phe Pro Val Leu Asp Ser Val Asp Gly Val Pro Ala 

340 345 350 

Leu He Arg Arg Gly Trp Asp Lys Gly Asp Gly Pro Leu Phe Asn Phe 

355 360 365 

Leu Gly Cys Val Arg Pro Gin Ala Gin Gin Val Trp Arg Lys Lys Pro 

370 375 380 

Ser Gin Ala Asp He Leu He Ala Tyr Ala Thr Thr Ala Gin Tyr Val 
385 390 395 400 

Ser Trp Arg Asn Ser Ala Arg Gly Ser Trp Phe He Gin Ala Val Cys 

405 410 415 

Glu Val Phe Ser Leu His Ala Lys Asp Met Asp Val Val Glu Leu Leu 

420 425 430 

Thr Glu Val Asn Lys Lys Val Ala Cys Gly Phe Gin Thr Ser Gin Gly 

435 440 445 

Ala Asn He Leu Lys Gin Met Pro Glu Leu Thr Ser Arg Leu Leu Lys 

450 455 460 

Lys Phe Tyr Phe Trp Pro Glu Asp Arg Asn Arg Ser Ser Ala Val 
465 470 475 



<210> 22 
<211> 17 
<212> DNA 

<213> Caenorhabditis elegans 



<400> 22 
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attggcgatc ctctcga 

<210> 23 
<211> 17 
<212> DNA 

<213> Caenorhabditis elegans 
<400> 23 

attggcgatc ctctcga 

<210> 24 
<211> 30 
<212> DNA 

<213> Caenorhabditis elegans 
<400> 24 

tcatcgactt ttagatgact agagaacatc 

<210> 25 
<211> 30 
<212> DNA 

<213> Caenorhabditis elegans 
<400> 25 

gttgcactgc tttcacgatc tcccgtctct 

<210> 26 
<211> 21 
<212> DNA 

<213> Caenorhabditis elegans 
<400> 26 

gtttaattac ccaagtttga g 

<210> 27 
<211> 21 
<212> DNA 

<213> Caenorhabditis elegans 
<400> 27 

ggttttaacc agttactcaa g 

<210> 28 
<211> 19 
<212> DNA 

<213> Caenorhabditis elegans 
<400> 28 

ccggtgacat tggacactc 

<210> 29 
<211> 15 
<212> DNA 

<213> Caenorhabditis elegans 
<400> 29 

actattcaac acttg 



<210> 30 



<211> 12 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 30 

Tyr Asn Asn Gin Ser His Leu Ala Asp Phe Leu Glu 
15 10 



<213> Caenorhabiditis elegans 
<400> 31 

Ser Leu Glu He Asp Glu Cys Tyr Asp Phe Leu Glu 



<210> 31 
<211> 12 
<212> PRT 



1 



5 



10 



-14- 




